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On the other hand the inbred Pa 422P appears to have two genes exhibiting
complementary action for resistance to the MDM virus. When the cross Pa
422P x Pa 837P was selfed, the F, segregated in a ratio that appeared to fit
a ratio of 9 resistant to 7 suscéptible. A po ulation of 40O seedlings

gave 216 resistant and 184 susceptible. The X° probability for a 9:7 ratio
for this is .30 - .50. Another inbred, Oh 7B, also appears to have 2

genes with complementary action for resistance. Further tests of both

pa 422P and Oh 7B are being conducted to verify the validity of these re-
sults.

M. W. Johnson
Department of Agronomy

UNIVERSITY OF PRETORIA

Pretoria, South Africa
Department of Gemnetics

1. DNA from Black Mexican sweet corn.

We reported previously that the base ratios of DNA from young kernels of
lines of Black Mexican sweet corn with and without B-chromosomes differed
from those of a white inbred line. Other workers have failed to find

these abnormal ratios using leaf material. Our determinations were repeated
using material from young seedlings and leaves and mature husks in addition
to kernels. The methods used are described in detail elsewhere.

The results are given in Table l.

Table 1
Base composition of DNA-preparations of three
lines of Zea mays

Composition in moles per cent (Average of 2 or more

determinations)

Material % C + G
K&li——commercial white dent inbred 44,0
Black Mexican Sweet Corn with no B-chromosomes: leaves 44,0

husks k5.0
seedlings 42.0
kernels (10 days after pollination) colorless b 5
kernels ( >14 days after pcllination) cclored: 55.0
Black Mexican Sweet Cecrn with B-chromosomes
leaves 46,0
husks L2.0
seedlings 42,0
kernels (10 days after pollination) cclorless 4.0

kernels 1k days after pollination) colored 70.0
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1t is hypothesized that a deoxyribonucleotide which forms a complex with
the DNA via a specific agent 1is responsible for the peculiar base composi-
tion. The synthesis of the atypical DNA from Black Mexican Sweet Corn
appears to depend on the stage of kernel development and probably
coincides with the time of pigment development. The abnormal base ratios
reported previously are presumably not related to he terochromatin con-
tent. ’

N. van Schaik
Department of Genetics

M. J. Pitout
National Nutrition
Research Institute
c.53.1.R.

PURDUE UNIVERSITY

lafayette, Indiana
Department of Agronomy

1. A new striate mutant on chromosome 10.

A new mutant type was jsolated which has longitudinal white stripes that
parallel the leaf veination from early seedling stage onward. This mutant
arose in M segregating material from the combined chemical mutagen treat-
ment of ethyl methanesulfonate followed by diethyl sulfate to the seed of
a multiple marker stock used in mutation experiments. This character is
recessive and very similar to Waseca stripe (sr ) in chromosome 10 which
was described by Joachim and Burnham (1953) MNL 27:66. Classification is
good in the seedling and mature plant stage and pollen and ears are pro-
duced on most plants.

Intercrosses were nade with homozygous recessive Sr,sr stocks obtained
from Dr. R. A. Brink. There were no striate indiviéuais among 195 Fl

plants from cight crossed ears.

The nutant was crossed to a waxy marked chromosome-nine translocation
series involving all chromosomes and F. waxy seeds were screened. All F2
populations showed normal 7.1 segregation gxcept those involving the WX
9-10b interchange (95.13, 10$.50) in which the following data were col-
lected in ten familles. yaxy seeds gave 34G pormal : 12 striate plants.
These data indicate that the mutant is localed close to the interchange
point on the short arm of chromosome 10, whereas the Waseca stripe

(§£') gene has been placed distal to R on the long arm of chromosome 10.
The symbol, §£5, has been assigned tentatively to this new mutant.

David V. Glover

2. A compact plant gene located on chromosome 1.

This mutant was given to this station by Allan Caspar of the Blandy Ex~
perimental Farms. The qutant produces seedlings which have very wide and






